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Accessing The Site
&
Site Overview

authorised by Sam Jones



The log in page for the WEQAS interactive service
can be accessed directly via URL
http://reports.wegas.com

You can also navigate to the login page from the
weqas website www.wegas.com
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Accessing from www.wegas.com

From the site home page, click on
the Wegas interactive button to
go straight to the log in page

Or from anywhere within the site, click on
“Participant Zone” to access the Participant
Zone Homepage

GLOBAL\ PROVIDER OF QUALITY
IN DIAGNBSSTIC MEDICINE
T~

Home About Us Senvices News Events Participant Zone Resources Contact Us

contact@weqas.com & +44 (0) 2920 314750
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On Participant zone home page, click on the WEQAS Interactive Link in
the Login section of the Right Hand Side Navigation Bar

Home About Us Senvices News Participant Zone Wegqas Blog Opportunities Contact

Participant Zone

As a Weqas participant, you can access all the links, resources and options you regularly use all in one place Login

— . CJ weqas Interactive
October- November Distribution Dates

Send-Out POCT Interactive (CueSee)
Date + Programmes = Distribution Code < Return Date =
10 October ~ POCT Creatinine/ POCT Lipids/ ~ CR21 24 October 2016 For Participants

*The WEQAS Interactive Login screen will be displayed
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WEQAS Interactive Log in page:

Log in using your lab username and password

F [ wegas:: 11

(3 CandV related

WI-QL1-LabUsrGid0517

GLOBAL PROVIDER OF QUALITY
IN DIAGNOSTIC MEDICINE

Weqgas
Userld: |

Password

Forgotten your password?
Enter your User ID in the box below and click the Remind Me button. Your
password will then be emailed to the email address that your User ID

was originally registered with.
Remind Me

Date of Revision 11/05/2017 authorised by Sam Jones version 5.0
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You will be presented with your lab home page

Weqas Home Page

« Logout Please select a section from the drop down on the left to access section specific functions

« Home . .
PDF Report Prefs including result entry.

AAE
Lab Stats
Lab Profile
Scheme Selection
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A password reminder function is

available on the login page: et

Enter you user name in the box e —
below “Forgotten your -
password?” and click on the

“Remind Me” button and your

password will be sent to the Forgotten your password?

email address registered on paseword wil hen b8 smailed 1o the amail adrees thatyour User D

your user account was originally registered with.

| Remind Me |

If you can not remember your user name, please contact
WEQAS to arrange for an email reminder to be sent.
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Lab Profil Groups of Labs can be linked to allow regional /
a ofi’e Group access. If your lab is currently linked to a
group the details will show at the top of your lab

Click on Lab Profile profile. Contact WEQAS for information about group reports
available or to set up a new group or region
to check / update P group or reg

your Details. T |
Different contact tiis

names can be Regions:

entered for repOftS, : \\:/vfk?:sse?:?::airing printed reports

samples and

inVOiCi ng . Reports & Samples

Contactname for reports: [ aporatory Manager

Contact name for samples: |Quality Officer

Delivery Address: Biochemistry ;]
A Hospital
ATown
AE Somewhere _|
* Lah Stats z
Lah Profile Non UK: I™ Checkthis box if the above address is outside the UK
* Scheme Selection Telephone (delivery contact): [02920 742810
Fax (delivery contact): |02920 748336
Email (delivery contact): |a.name@ahospital.nhs.uk
Department Head
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Finance

Invoice Name: A Trust

Invoice Address: Some where else =

=
Click on save to ;(Z"W)’ [02920 748183
; .Department@ahospital.nhs.u
update detalls Email (Finance): IP p ° : ki
WeD access: IV Checkthis box if you have web access.

A confirmation Lab Information Updated
message will be Lat I 5184
displayed, showing Lab Narne ane
the information now Regions WEQAS subset
Contact name for reports Laboratory Manager
Stored for your Iab Contact name far samples Cuality Officer
Delivery Address Biochemistry
A Hospital
A Town
Somewhere
78477
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Setting Preferences for Automated
PDF Report Issue



A function is available to issue reports in PDF format direct to
the email registered for your username at the time when a
distribution’s reports are first released.

WeaQas
It is possible for users to « Logout
set their own preferences . L'E'r'ﬁepm Prefs
for these reports.
To access this, click on AAE
y . Lab Stats
PDF Report Prefs” in the Lab Profile

Scheme 5Selection

blue section of your left
hand menu

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017 authorised by Sam Jones version 5.0 slide No. 13



You will be taken to a form listing all the
schemes in which you are currently
enrolled.

There are 2 types of reports which can
be requested for automatic release:
standard and simplified per distribution
reports.

See pages 86 — 99 for more
information on the report types

There are 3 selections to be made for
each report type.
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PDF Report preferences.

Order : add tonomotrol
walid from : 21 Oct 2016
User wegasauto

PDF Report Preferences

Scheme Standard reports Simplified reports
Send Lah Section Single Double Send Lab Section Single Double
Arrimania ¥V & & r F & . o
Bile Acids w0 c r e e e e
Biliruhin W & = e F & - I
Blood Gas O @& @& ol ] r ¢ ¢ I I
Cardiac Marker V & o ' O & @ - I
Cooximetry O & @ e r r e o c
Endoctine O & & ol ] F & o I
General Urine Chemistry vV & o 'e r e r c
Glycated Haemonlobin r e o D e I c
Haematinics IR C e i~ I r ¢ o - -
Homocysteine W & I ' r ¢ ¢ e I
hsCRP ¥ & & r cc s o
HBI vV & c & O O &8 & &
Mainline Chemistry vV & ' o F & = o~
Oxalate & Citrate O & & o F & C c @
POCT HIV ¥ & e P& &
g+ testsch 2 W & o e N ¢ c r c
gual test sch 2 O @& @& Ie r r ¢ o -~ o
gquanttest 2 O & & & & r ¢ ¢ e I
Roses 0 ¢ o Ie O & & o h
Salicylate & Paracetarnol V & O o ~ 0 & & ~ I
Serum ACE W & o e r ¢ ¢ e I
Serum HCG W & = I N ¢ c r I
Serum Indices O & @ & & 0 & & ~ -~
Therapeutic Drug Manitaring| W & o 'e r e c
tonomatral O & & e r r ¢ c - o
authorised by Sam Jones version 5.0 slide No. 14



“Send” — check this box if you wish to receive this type of report
automatically to your email as a PDF file for this scheme.
Uncheck the box if you do not wish to receive reports for this
scheme.

PDF Report Preferencas
Scheme Standard reports Simplified reports

Send Lab Section Single Double  Send Lab Section Single Double

Ammonia & = " I ol & ~
Bile Acids rn & i o r C I
Bilirubin W & O o [ | S 'S ]

“Single/Double sided” — As with all formats of Participant reports on the system,
selecting “Double” will create a file with additional blank spacer pages added to
ensure that when printing out the resulting report double sided, each section will be
on a separate sheet.
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If you have more than one section registered in a scheme, “Lab” or “Section”
indicate how you want the reports for these sections split up.

PDF Report Preferences
Standard reports Simplified reports

Send Lab Section Single Double  Sentl Lab Section Single Double

“Lab” will generate a single PDF file “Section” will generate a separate
including all the sections in a single PDF file for each separate section
report. This will be the same report registered, each equivalent to

you would receive by going to "Lab emulating the individual section,
Stats™ and choosing "Request PDF” going to “section stats” and choosing

“‘Request PDF”. All the resulting files
will be sent out together in a single
email.
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serum Indices r © i o rn c c C -

Therapeutic Drug Monitoring| W & 'y ' r ~ o ~ -

tonarmaotrol r ¢ r ' rm ¢ ¢ c I
Save

When you have completed your selections, go to the bottom
of the form and click on “Save” to submit them to the
database.
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Once your selections have been recorded, you will receive a
confirmation message.

PDF Report preferences.

« Logout Thank you. Your PDF Report preferences have been updated

« Home
« PDF Report Prefs

AAE
* Lab Stats
* Lab Profile

* Scheme Selection
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Entering Results
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Accessing Result Entry Forms

In the bottom grey
section of the left
hand menu is a box
which says (Pick
Section)

This is a drop down
menu of your lab’s
sections

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017

ALE
» Lah Stats
* Lab Profile
* Scheme Selection

authorised by Sam Jones
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¥ Scheme »election

Click on the grey box with the
black triangle on the right of this
box to display a list of all your
sections.

(Fick a Section) (<]

AZEI
AEEZ
AEEZ
Perozet |

Peroset 2 Use the scroll bar on the right of

Ammonia . . .

Blond gas (4 (10) the list to display more sections
Blood Gas (Ba(11)

Card Cath (@)

Cardiac htarker i
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AAE

Move the cursor over the list to > Lab Stats
highlight different section names b e ection

in blue.

Click the left hand mouse button
when a section is highlighted to
select the section.
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You will be taken to the home page for this section

Section Home Page

+ Logout
« Home
PDF Report Prefs

AAE
Lab Stats
Lab Profile
Scheme Selection

1200 -

View Analyte Profile
Result Entry
Section Stats
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AAE

New menu options now appear in Lab Stats
the grey section of the left hand e ection

menu bar.

-

Click on “Result Entry” with the left

mouse button to go to result entry View Analyte Profile
. . Result Entry
for this section Section Stats
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The result entry page shows a list of all current distributions for the
schemes relevant to the section in question

Result Entry
« Logout Please selectthe distribution for which you wish to enter results
+ Home
+ PDF Report Prefs Scheme Distribution Dist. Date Return by Date
General Urine Chemistry
U173 Tue 16/05M17 Wed 31/05M17
AAE
Lab Stats Serum ACE
Lab Profile ACE45 Tue 09/05M17 Tue 23/05M17
Scheme Selection CRP

CRP41 Tue 16/05M17 Wed 31/05M17

1200

View Analyte Profile
Result Entry
Section Stats
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Distribution codes appear in the Distribution column

Result Entry Form

Flease select the distribution for which vou wish to enter resi

Schem
Endoch

Pick a

e Distribution

irne
G7

N

EWWetlaf 2001

Distribution
Dist. Date Feturn Date

Tue 2611702 Maon 0951 2/02

Select the distribution for which you wish to enter results by
clicking on the distribution code with the left mouse button
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You will be taken to a result entry form for this distribution

: biochem{@wegas com [lab] - Microsoft Internet Explorer

Fil=  Edit “iew Favoites Tools Help
: =
I S < R A (= B~ R B ES S — B
Back Forwand Stop  FRefresh  Home Search Favortes  bedia  Histary b il Print E dit
Address IE hittp: A A wegqas. comdAwegaz? Aindes. cfm/sectionresultE ntryFormAE933/DISTRIEUTIOMID =214 j ﬁﬁo LLinks el
= - - |~ | ;I
Result Entry Form
Lab: AE . Section: ENDO (B)
AE Distrihution Code: 567 Sent out on: Tue 2611502 Return by: Mon 0951 2702
* Lab Stats
> Lah Profile IUze the farm helow to enter yaur results inta the system.

* Scheme Selection Ifyou do not have a complete set of results at this time then you can enter a partial set and click the save button and return to complete

it at a later time. Once you are satisfied the results have been entered carrectly, click the Submit button. Once submitted results can no
longer be changed.

| ST = NEB: Requests o amehnd rasults fallowing discoveny of  transcription errar must be submitted in writing to WEGIAS aiong with evidence
- of original analyser result

* \iew Analyte Profile

» Result Entry

» Section Stats

Entries that appear in bold are previously saved entries which fall outside the pathological limits for that analyte. VWhen the result setis
stored or submitted any results that fall outside the pathological ranges are highlighted in red and a popup box appears. If atthis point
the resultin question is deemed to be erraneous then you can cancel the aperation and change the value. Ifindeed the value is the
recarded value then you can praceed by clicking Gk

Sample 1 Sample 2 Sample 3 Sample 4 Sample 5

Cortisol | | | | | nmolil
Progesterunel | | | | nmalfl
oestradiol | | | | | pmolil
Testosterone | | | | | nmolil
Free T4 | | | | | prmolfl
Free T3 | | | | | pmolil
TSH | | | | | il
LH | | | | | 0]
FSH | | | | | V)]
Pralactin | | | | | rl 111

[

[&] Done I_ l_ l_ | Internet
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Place the cursor into the cell
for which you wish to enter
results and type your result.

Use of the TAB key causes the cursor to proceed to the next cell in the current Column ~

Sample 1 Sample 2 Sample 3 Sample 4 Sample 5 ’

You can move from one cell

Cortisol nmollli
to the next by using the tab Rgastunne Do
Oestradiol pmoli
key on your keyboard. il Aol
You can move back one cell :::::E ::::
by holding down the shift oy ool
key and clicking the tab key Free T2 pralt
TSH mul/l
LH un
FSH 1N
Prolactin | 1 | mull _
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Quantitative Analytes

For Quantitative analytes the system will only accept
Numerical data
*Entries of the format ># or <# (eg >100 or <0.6)

If you do not have a result for a given analyte, leave the space
blank. You can give detalls of the reason for the omitted result (e.qg.
“out of Range” or “unable to calculate™) in the comments box at the
bottom of the form. Indicate the sample number and analyte along
with the comment. Do not type this kind of information in the
iIndividual result cells.
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Qualitative Analytes

For Qualitative analytes, a drop down list of possible results is
provided. Click on the down arrow on the right of the box to
access the list and click on the required result to select it.

Using the TAB key
Use ofthe TAB key causes the cursor to proceed to the next cell in the current | Colur

Sample 1 Sample 2 Sample 3
p2d Ag |Negative j |Negative j |F'|:|5ithfe j

Hivab |Positive x| [Megative «| [Positive  »]
(Pick One)

Negative
(Positive

Note: Please enter dates in DD/MMAYYY format

Cate Samples Received:
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Setting Tab Order

. Hpsy
sample 1 Sample 2 5:
By default, using the Cortisol |
tab key on the result Pragesteran
entry form moves Fme e & B
from the current cell e —
to the cell —
: i i Free T4
Immediately below it =
- Free T3
In the same column. -
TSH
LH B
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This order can be changed by using the “Using Tab key”
section on the result entry page.

fquestion is deemed to be erroneous then you can cancel the

ation and change the value. Ifindeed the wal
can proceed by clicking Ol

Using the TAB kKey
IIse of the TAB key causes the cursor to proceed to the next cell in the current| Column »

Sample 1 Sample 2 Sample 3
sodium 100.0 rrralf

Faotassium 25.0 trmalll
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Select the option you
prefer from the drop
down menu.

e next cell in the current| Column » | Change |

Column

fl

Then click on change
w || Change ]‘/ J

lin the current | {xi
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This will take you to the tab order preferences page.

Tab Order Preferences

Yourtab order preference has heen changed.
LIsing the tab key in the results entry form will now cause the cursor to move from one sample to
the next until it reaches the end afthe row

Click here to save this setting ta your user profile
Take me hack to the result entry farm.

EhWyaeias 200

If you click on “back” at this stage, you will be returned to
your result entry page. The change to your tab order will last
only until the end of your currently logged in session.
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N B If you chose to change the tab order after you have started
entering results, you will receive the following warning.

Microsoft Internet Explorer E|

' You have already changed some values in the Form,
Please click on SAYE ko save wour current values before changing the tab order.
alkernatively, reload this page ko reverk the walues to what they were prior ko making any changes and then change
the tab arder.

..................................

You will not be able to move to the Tab Order Preferences
page until you have either save the results you have entered or
reloaded the result entry page.
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If you wish to retain the tab Tab Order Preferences
order change for future log

INn sessions, click on the

Your tab arder preference has been changed.
LI=ing the tab key in the results entry form will nowe cause th

“here” link on the Tab the next until it reaches the end of the row
Order Preferences page to \ o

] izlick here to save this setting to your user profile
save the setting to your
user profi|e_ Take me hackto the result entry form.

= hYyeas 2001
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Tab Order Preferences

You will receive confirmation

: setting saved to profile.
that your settings have been - g

saved and you will again be Take me hack to the result entry form.
offered the option to return to
the previous result entry form. GWWetlas 2001
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Entering sample dates and storage conditions

Conjugated Biliruhin |38.0 200.0 =200 urmalfl

Hote: Please enter dates in DD/MMAYYYY format

Diate Samples Received: |

Diate Samples Analysed: |

Storage Conditions: | |

Comments (please use this area to prowide any additional information)

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017

At the bottom of the result entry form is a section for
entering the dates samples were

*Received
*Analysed

And storage conditions between the two dates

This information is used in a number of ways including
« tracking trends or failures in delivery service

«identifying possible variation in results due to
environmental conditions rather than any analytical issues.

Please enter as much of this information as you can when
you enter your results.

For some schemes this information is mandatory, and you
will not be able to submit results if these fields are not
completed
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Entering Other Information Relevant to the Distribution Results

There is also an area at the bottom of the result entry form which can be used to report other
information relevant to the particular distribution to WEQAS

For Example: Use this area to notify WEQAS that a particular analyte has been reported in units
that differ from the default units indicated on the entry form

Urate [2450  [a50
Amylase | | | UL

1
r
[3750]  mmaln

Hote: Please enter dates in DDIRMMYYYY format
Date Samples Received: |

Date Samples Analysed: |

Storage Conditions: | j

Comments {please use this area to provide any additionsl information)
I

Urate results are given in micro mal /!

=

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017

Please note:

These comments are only reviewed
during the statistical calculation /
report generation phase.

This area should not be used for
communication requiring an urgent
response, or for general
communication
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Information from WEQAS, specific to this distribution,
Including samples requiring special handling is also
located at the bottom of the result entry form

Date Samples Analysed:

Storage Conditions: 4°C W

Comments {plesse use this ar=a to provide any additional information)

Thi= area can be used to report infarmation to WEQAS that relates to the
particular distribution|

Important Information

Please note: Urea and Creatinine to be analysed on sample 1 only.
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Saving / Validating Results

When you have entered all your results, click on the save
button.

The system checks the entered results for potential errors
before saving the results and notifies you of any possible
problems or transcriptions errors with your results.

Possible problem entries are highlighted in red in turn, and an

alert box is displayed indicating the nature of the possible
problem.
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The problem result may be obscured by the alert box. If you cannot
see any red highlighted results, place the cursor over the blue title
bar of the alert box.

Message from webpage |

™% “alue lies outside the expected range For the analyte, or is invalid,
! Please amend.

Continue anwway?

Hold down the left hand mouse button and drag the alert box
around the screen.
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Alert type 1

Message from webpage Ed |

4% Value lies outside the expected range For the analyte, or is invalid.
' ! Please amend.

Conkinue anyway?

Cancel |

This problem indicates that the result falls outside of the range
set for this analyte.

This may be a result of
* a transcription error

* The result being in different units than those set for the
analyte
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If you identify an error with
the result you have
entered, click on cancel in

the alert box.

the expected range Faor the analyte, or is invalid.

You will be returned to the 7
result entry form.

Place the cursor in the cell
with the error and correct the
result.
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Message from webpage Ed |

™% “alue lies outside the expected range For the analyte, or is invalid.
\ Please amend,

Conkinue anyway?

Cancel

If the result as you have entered it is correct,
click on OK. The result will be saved.
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Alert type 2

Message from webpage Ed |

Yalue is nok valid,

! Yalid values are those within the expected range For the analvte,
R 'MIL' For samples that wou cannot supphy a resule for,
Please amend.

This alert box indicates an invalid data type has been entered.
Valid data types are:

‘numerical data

data beginning with < or >

*NIL - indicating a result will not be available for this cell
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Message from webpage E3 |

YOU mUSt CIICk OK ! Yalue is nok valid,
- - Yalid walues are those within the expected range for the analvke,
O n th IS al e rt bOX In QR 'MIL' For samples that wou cannok supply a resulk for,

Please amend.
order to proceed.

You will be returned to the result entry form to correct the
problem

Common typographical errors include
*Inclusion of a space either before or after the numerical values
*The inclusion of a second trailing decimal point (e.g. 45.6.0 or 45.6. )

*The inclusion of double decimal points (e.g. 45..6)
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Once any problem results have been rectified, the results will
be saved.

Once data has been successfully uploaded to the database,
one of the following confirmation screens will be displayed,
Including a copy of the data set submitted.

Results have been saved though the result set is still incomplete

S hYWWeias 2001

OR

Results Saved
Fesults have been stored.

You may edit entered results up until midnight on the Return by date for this distributian
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Confirmation Type 1

A full data set has been
stored.
However, you may amend
the reported results on line
up until midnight on the
closing date for the
distribution

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

Results Saved

Lab: AAE . Section: 1200

Distribution Code: B211 Sent out on: Mon 04/07/11 Return by: Wed 18/07/12

|
Sample 1 Sample 2 Sample 3 Sample 4

Total Bilirubin 356.2 123.3 25.6 2217 umoll

Conjugated Bilirubin  76.2 298 12 488 umol/l ;

Results have been stored.

You may edit returned results up until midnight on the Return by date for this distribution.
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Confirmation Type 2

Results Saved

Lab: AAE . Section: CP

If you have Only entered Distribution Code: $171 Sent out on: Wed 27/07/11 Return by: Wed 30/11/11

results for some of the

analytes the SeCt|0n |S Sample 1 Sample 2 Sample 3 Sample 4 Sample 5
. . Cortisol 40 200 750 900 1200 nmolll
enrolled for, this will be e o
ndicated on the =l -
successful save Total T4 amolr
L o - Total T3 nmolll
notification S e
Free T3 pmol/l
TSH mu/l
LH [8]]]
FSH U/
Prolactin muil

|

Results have been saved though the result setis still incomplete
@ WeQas 2001
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Confirmation : Qualitative entry

Results Saved
Lab: ABN . Section: (P) Porphyrin

Distribution Code: RoT8 Sent out on: Wed 25/02M15 Return by: Mon 09/03M15

sample 1 Sample 2 Sample 3
semi-guantitative TLIFP

Qlualitative PBG Fositive

nmalil
Equivocal Megative
Results have been saved though the result set is still incomplete
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You must wait for a confirmation screen to be

displayed before navigating away from this area
of the site.

Navigating away before confirmation is received
will interrupt the upload procedure to the
database and the data may not be saved
correctly / completely.
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If you do not navigate away from the page, but a confirmation
screen is not displayed, there may have been an interruption in
the upload procedure at some point across the connection
between you and the database.

It iIs advisable In this situation to check whether results have
been successfully uploaded or not.

To do this, follow the steps for data entry as if you were
entering the data set again. Data which has been successfully
stored will display in the entry form.
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Entering Partial data sets

You can enter results for some analytes and return to result entry for this
section at a later date to enter results for the remaining analytes or to edit
previously entered results.

You may also enter partial sets for an analyte and return to complete the set
later.

Results can be edited up until midnight on the closing date for a distribution

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

authorised by Sam Jones

sample 1 S3ample 2 S3ample 3 Sample 4
pH
[H+] 2089 43 65 81.28 28.84 Azl
pCo2 2.3 5.8 8.8 3.9 kKPa
poZ kPa
Sodium il

version 5.0
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Previously entered results appear as editable text on the
result entry form.

sample 1 Samyle 2 Sample 3 S5ample 4
q \
1+] 20.89 43.65 81.28 28.84 nmaol
Co2 <2.3 5.8 8.9 3.9 kP a
22 I I kP a

Results for remaining cells can be entered as normal.
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Once the return by date for a distribution has passed,
results can no longer be entered on line by participants.

The distribution will no longer appear as an option in the
result entry section.
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Entering & Editing Method &
Instrument Information



First select the required
section from the drop down list
In the same way as for result
entry

on the grey section menu,
select option “View Analyte
Profile” This will take you to
the section’s main analyte
profile selection page

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017

* Lahb Profile
*  Scheme Selection

| Blood Gas (BIC11)

*  VYiew Analyte Profile
*  Result Entry
¥  Section Stats

|-E| Done

authorised by Sam Jones version 5.0 slide No. 58



A list of all currently available
schemes will appear. View Analyte Profile

ii Select a scheme from the list below to view the analyte profile for tr

Next to each scheme In which

. 1 : H : Schemes Orders
this section is enrolled is an edit ot e 1
button Salicylate

Lipid ﬂ
Click on the edit button next to Biirubin it
the SCheme fOI’ Wthh yOU WlSh Mainline Chemistry ﬂ
to make changes etz

Ei Cardiac Marker

This will take you to the analyte o
profile page for that scheme .

Glycated Haemoglobin

Fregnancy Testing

General Lrine Chermistry ﬂl

Ammania

11 @ YyVedas 2001

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017 authorised by Sam Jones version 5.0 slide No. 59



Blood Gas
Cooximetry
Endocrine
Forphyrin

Glycated Haemodglobin

NB - if no edit button appears next to a scheme, this section is not enrolled for
that scheme.

New Scheme enrolment can not carried out in this section. To view a list of your
current scheme enrolment, select “Scheme Selection” from the green portion of
the left hand menu block

Changes to scheme enrolment must be authorised by WEQAS before they will
take effect. Confirmation in writing / email of new requirements including and
order number is still required for scheme additions / deletions.

If in doubt, contact WEQAS
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The scheme analyte profile page
iIncludes a list of all analytes currently
available in that scheme with a check
box next to each one.

Analytes for which method/analyser
details have already been entered for
this section have a tick in the check
box and an “Edit” button next to
them.

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017

Analyte Profile

; Framm here you can canfigure the analytes that the ¢
Scheme: Lipid
arder reference: WEQAS Start Date: 2/04/2002 Sta
Anakhyte Partici
Cholesteral ™ Edit
|| —rTriglyceride ™ Edit
HDOL Cholesteral ™ Edit

Apalipoprotein &1 [
Apolipoprotein B [

LOL Chalesteral ™ Edit

= Welas 2001
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To edit existing methods

click on the edit button next te\the\

analyte in question

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

Analyte Profile

From here vou can caonfigure the analvtes that the ¢
Scheme: Lipid

crder reference:; WEQAS Start Date: 20452002 Sta

Participate

Cholesterol

Triglyceride al Edit

HDOL Zhaolesteral ™ Edit

Apolipoprotein A1 [
Apolipoprotein B [

LOL Chalesteral al Edit

=S hWeias 2001
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You will be taken to a method questionnaire page for that analyte,
showing the current instrument and method details.

Method Questionnaire

Analyte: Cholesternl

Instrurnent: [btott = ||reroset =]
Method: | Chalesteral oxidase [= |

Reagent Supplier: |p¢m.;.ﬁ LI

Feagent Lot Ma: I

Calibrator Supplier: |p¢;.t;..;.ﬁ ;l

Calibratar Lot Mo: |
Modification to rmanufacturers' calibration’?: [

b OK P Cancel

=2\Wecas 2001

method questionnaire - analyte with existing
methods
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To change the instrument, click on the down arrow next to the

top box in the method questionnaire to display the list of

available instrument manufacturers.

Method GQuestionnaire

Analyte:
Instrurment:

Method:

Feadgent Supplier:
Feagent Lot Mo:
Calibratar Supplier:
Calibrator Lot Mo:

Chalesteral

Abbott

‘M hhott

AL
Baver
Beckman
Bino-Rad
Biosite

Modification to manufacturers' calibration?: [Chelsea

= OK W Cancel

DAKD

Advanced Inst.

Byl Sanatec

Diade Behring

Dheroset j

You can view more of the list by moving the scroll bar on the right of

the list up and down.

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

authorised by Sam Jones
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Select the appropriate manufacturer by highlighting it with the
cursor and clicking the left hand mouse button.

Once the manufacturer has been selected, a drop down list of this
manufacturer’s analysers appears to the right of the manufacturer
list. Click on the down arrow on this list box to display the available
Instruments.

Method GQuestionnaire

Analkyte: Chaolesterol

Instrument: |Dlympu5 ;I ALI2TO0
Method: | Cholesteral oxidase 7] é':'
Reagent Supplier: [ Abbot =] [~usn0/ 000
Feagent Lot Mo: iaggg
Calibratar Supplier: |At:|t:n:|tt ll

Calibrator Lot Mo:

mModification to manufacturers’ calibration’?: [~

- OK P Cancel

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017 authorised by Sam Jones version 5.0 slide No. 65



Select the correct analyser from the list by highlighting it with
the cursor and clicking the left mouse button.

Continue through the form a box at a time until all relevant
changes have been made.

NB reagent and calibrator lot numbers are entered by
Inserting the cursor in to the corresponding text box and
typing in the lot number.

If a modification to the manufacturer’s calibration is used,
tick the check box.
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T

Calibrator Supplier:

Once all the required changes are made, Calibrator Lot No:
CIiCk on OK. The methOd and analyser Modification to manufacturers’ calibr

details will be saved and you will be o > caneal >

returned to the scheme analyte profile

You can start over or cancel the entry at
any time by clicking on cancel. You will be e ]
prompted to confirm that you wish to © oo
cancel the method changes.

Cancel |

Clicking OK at this stage will cancel the changes and return you to
the scheme analyte profile.

Clicking cancel will leave the method questionnaire for the analyte
on screen so you can continue working with it.
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Analyte Profile

1 From here you can configure the analytes that the ¢

Sch : Lipid
To add a new analyte to the range of eneme: =t

analytes tested by the section Order reference: WEQAS Start Date: 200452002 Sta
Click in the empty check box next to the Analyte Participate
analyte in question Chalesteral o Edit
Trighyceride ~ Edit
\.

1\ L Cholesteral 7 Edit
Apolipoprotein & ®

Apolipoprotein B [

LOL Chalesteral ™ Edit

S Weligs 2001
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You will be taken to a blank method questionnaire page for that
analyte

Method Questionnaire

Analyte: [ran

Instrument: ||:F'icl-: One) LI
Method: (Pick One) R
Reagent Supplier: (Pick one) LI
Feagent Lot Mo:

Calibrator Supplier: (Pick one) LI
Calibrator Lot Mo:

Modification to manufacturers’ calibration: [~

- OK P Cancel

@Weilas 2001

method guestionnaire - analyte not previously enrolled
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Selecting method details for analytes not previously enrolled

First select the instrument being used for the analyte in question.

Analyte: [ram

Instrument: (Pick One) Rl

Methiod: (Pick Onej

Feagent Supplier: Ahhiott

Reagent Lat Ma: Advanced Inst. —_—
AL

Calibrator Supplier: Bayer

. _ Beckman

Calibrator Lot Mo: Bio-Rad

Modification to manufacturers' calibration?; [Biosite
BY'k. Sangtec

b+ OK P» Cancel Chelsea il

—_er . e a

To do this, click on the down arrow next to the top box in the method
guestionnaire to display the list of available instrument manufacturers.
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Select the appropriate manufacturer by highlighting it with the
cursor and clicking the left hand mouse button.

Once the manufacturer has been selected, a drop down list of this
manufacturer’s analysers appears to the right of the manufacturer
list. Click on the down arrow on this list box to display the available
Instruments.

Method GQuestionnaire

Analkyte: Chaolesterol

Instrument: |Dlympu5 ;I ALI2TO0
Method: | Cholesteral oxidase 7] é':'
Reagent Supplier: [ Abbot =] [~usn0/ 000
Feagent Lot Mo: iaggg
Calibratar Supplier: |At:|t:n:|tt ll

Calibrator Lot Mo:

mModification to manufacturers’ calibration’?: [~

- OK P Cancel
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Select the required instrument by highlighting it with the cursor
and clicking the left mouse button.

Continue through the form a box at a time until all relevant
Information for the analyte has been entered.

NB reagent and calibrator lot numbers are entered by

Inserting the cursor in to the corresponding text box and typing
In the lot number.

If a modification to the manufacturer’s calibration is used, tick
the check box.
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Once all the detalls are entered , click on OK.

The method and analyser details will be saved
and you will be returned to the scheme analyte
profile © e

Message from webpage |

You can start over or cancel the entry at any
time by clicking on cancel. You will be
prompted to confirm that you wish to cancel
the method changes.

Zancel |

Clicking OK will return you to the scheme analyte profile.

Clicking cancel will leave the method questionnaire for the analyte
unchanged on screen

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017 authorised by Sam Jones version 5.0 slide No. 73



TO remove an an alvte fro m From here you can configure the analytes that the cui

the range of analytes tested Scheme: ED Tox
bV the section Order reference: Add ph IGFBP-1 Start Date: 13/01/2
Click on the tick in the check box Analyte  Participate
next to the analyte in question Salicylate @Emt
Faracetamal ™ Edit
Ethanal H
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You will be prompted to confirm that
you no longer wish to analyse the

Message from webpage |

-ﬁg} Are vou sure you no longer wish to analyse this? an alyte .
) Click on OK to remove the analyte
] concel | from your profile
Click on Cancel to retain the
analyte

Please Note:

If you wish to withdraw a section from a given scheme completely, Please Do
Not just remove the method information for all analytes from the analyte
profile.

You Must contact WEQAS in order to un-enrol the section from the scheme
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Accessing Reports and query
Information



A range of reports can be obtained either for the whole lab,
combining results from all the sections / instruments under
your lab code, or for a single section at a time

Click on > Lab stats for
combined reports for all
sections

Lab Stats
® Lab Profile
Scheme Selection

Select a section from the drop
down in the grey area and then
choose > section stats to view
reports for the selected section
only

View Analyte Profile
* Result Entry
Section Stats
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In both cases, a

drop down list will
be dISplayed for Scheme: I (Al Schemes) - | ] I

you to choose
the scheme of
Interest

S Weas 2001

You Must select a scheme before clicking on the OK button or you will
receive an error message

List Distributions
Scheme: | || oK I

A problem has occurred with the site.
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Click on the down arrow next to “(All
Schemes”) to display the list of
available Schemes.

Scheme:

©wWeQas [ATMON You can view more of the list by
Blood Gas | moving the scroll bar on the right of

Cardiac Marker G the list up and down.

Cooximetry

Endocrine

General Lrine Chemistry

Glycated Haemaoglohin

Haematinics -

Note: This list gives all WEQAS schemes - not just the schemes for which your
lab is enrolled.
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Click on the scheme
you require to
highlight it in blue and
then click on “OK”.

_ )

Scherne: ETTATONMRGRRGN ~ | | O | This will take you to a
list of distributions for

@ vetas 2001 this scheme.

Make sure that the scheme has been selected
before clicking on OK.
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A list of the 10 most recent distributions for which reports are
available for the selected scheme will be displayed.

List Distributions

Scheme: | Ammonia

=1[o]

To view stats select a distribution from the list below.

Please note, during calculation runs for a distribution, reports are temporaily unavailable. If the distribution you are interested in does not appear on the list below, please try again later.

Distributions

Code

Ammonia
AM106T
AM104
AM102
AM101
AM98
AM92
AM91
AM90
AM89
AMB8

Page10f5.12345

Distribution Date

Mon 22/08/11
Mon 20/06/11
Mon 18/04/11
Mon 28/03/11
Tue 04/01/11
Mon 28/06/10
Tue 25/05/10
Tue 20/04/10
Mon 29/03/10
Mon 22/02/10

Return Date

Tue 06/09/11
Mon 04/07/11
Tue 03/05/11
Mon 11/04/11
Tue 18/01/11
Mon 12/07/10
Wed 09/06/10
Wed 05/05/10
Mon 12/04/10
Mon 08/03/10

WI-QL1-LabUsrGid0517

Standard Report

Summary Report

View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen

View on screen

Full Report

View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen

View on screen

Date of Revision 11/05/2017

Request PDF

Request PDF  View on screen
Request PDF View on screen

Request PDF  View on screen

Request PDF
Request PDF
Request PDF
Request PDF
Request PDF
Request PDF

authorised by Sam Jones

Summary Report

Simplified Report

Not available

View on screen Request PDF
View on screen Request PDF

View on screen  Request PDF

Not available
Not available
Not available
Not available
Not available

Not available

Full Report

version 5.0

Raw Data
Raw Data
Raw Data
Raw Data
Raw Data
Raw Data
Raw Data
Raw Data
Raw Data

Raw Data

slide No. 81

Instrument Report
Instrument Report
Instrument Report
Instrument Report
Instrument Report
Instrument Report
Instrument Report
Instrument Report
Instrument Report

Instrument Report



View on screen
View on screen
View on screen
View on screen
View on screen

View on screen

AMS8 Tue 04/0111  Tue 18/01/11 View on screen
AM92 Mon 28/06/10 Mon 12/07/10 View on screen
AMS1 Tue 25/05/10 Wed 09/06/10 View on screen
AMS0 Tue 20/04/10 Wed 05/05/10 View on screen
AMSE9 Mon 29/03/10 Mon 12/04/10 View on screen
AMBS Mon 22/02/10 Mon 08/03/10  View on screen

Page10f5.12345

End of Batch Reports

Scheme From To Created

Ammonia Am49 (06/11/2006) AM56 (05/06/2007) 22/04/2009 Report

Request PDF
Request PDF
Request PDF
Request PDF
Request PDF
Request PDF

Not available
Not available
Not available
Not available
Not available

Not available

Any End of Batch reports currently available for the
selected scheme will be indicated below this list.

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017
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AM104 Mon 20/06/11
AM102 Mon 18/04/11
AM101 Mon 28/03/11
AM98 Tue 04/01111
AM92 Mon 28/06/10
AM91 Tue 25/0510
AM90 Tue 20/04/10
AM8SY Mon 29/03/10
AM88 Mon 22/02/10

Page 1 of

Mon 04/07/11
Tue 03/05/11
Mon 11/04/11
Tue 18/01/11
Mon 12/07110
Wed 09/06/10
Wed 05/05/10
Mon 12/04/10
Mon 08/03/10

View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen

View on screen

View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen
View on screen

View on screen

Request PDF View on screen
Request PDF View on screen

Request PDF View on screen

Request PDF
Request PDF
Request PDF
Request PDF
Request PDF
Request PDF

View on screen  Req
View on screen Req!

View on screen Reql

Not available
Not available
Not available
Not available
Not available

Not available

To access reports for earlier distributions, click on the
links for other pages.

WI-QL1-LabUsrGid0517
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NB: if you select a scheme in which you are not enrolled
by mistake, you will see a notification message in place
of a list of distributions

List Distnbutions

Scheme: | Blood Gas v || oK |

There are no reports currently available for this scheme.

Fossible reasons for this include:
« ‘Yourlab is not registered for the selected scheme
« Statistical calculations are currently being run for the distributions relevant to your lab

Flease check scheme selected or try back later
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For each distribution there are a range of report types available

Standard Report: Provides
performance scores and in
depth statistical analysis to
aid in trouble shooting

Simplified Report: Provides basic
statistical data and graphical
performance representations with
Westgard rules based alerting

Raw Data: results as returned
by your lab for this distribution
which can be downloaded as a
text file (available through lab
stats only)

Distributions

~.

T~

Code Distribution Date Return Date Standard Report Simplified Report
Summary Report Full Report Summary Report Full Report
Ammonia
Am106T Mon 22/08/11 Tue 06/09/11 View on screen  View on screen Request PDF Not available Raw Data Instrument Report
AM104 Mon 20/06/11  Mon 04/07/11  View on screen  View on screen Request PDF  View on screen  View on screen RequestPDF Raw Data Instrument Report
AM102 Mon 18/04/11 Tue 03/05/11 View on screen  View on screen Request PDF View on screen  View on screen Request PDF Raw Data Instrument Report
AM101 Mon 28/03/11  Mon 11/04/11  View on screen  View on screen Request PDF  View on screen  View on screen Request PDF Raw Data Instrument Report
AMI8 Tue 04/01/11 Tue 18/01/11 View on screen  View on screen Request PDF Not available Raw Data Instrument Report

Standard and simplified reports both offer a summary and
Full report option

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017 authorised by Sam Jones
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Standard Report / Simplified Report - Summary

Available for on screen
display only, this report
lists the SDI scores for
all analytes for all
sections / Instruments
registered under your lab
code for that distribution

WI-QL1-LabUsrGid0517

This Distribution

Cwverall Lab 500

Kedian All Labaratary:

47 .5th centile:

Lab: AE . Scheme: Bilirubin, Distribution Code; B260.
Distribution Date: 3/08M45. Final. Report Issued: 24/08/15

3 All 501 Ranges
0.43 —_— - 1- 2 |Acceptahle
1.91 1

B254 B255 B256 B257 B258 B2SS B2SD

Distribution

.- Median —— Lab 501 —— 87.5th

Section 5Dl scores for this distribution

A Mot enralled for this analyte

Analyte enral
returned

-3

led but no results

Mg | This analyte not scored

MME | Mon-numerical results

= 301 score greater than 2

Date of Revision 11/05/2017

authorised by Sam Jones

available to download via the ‘Lab Stats’ or "Section Stats
menu. Ifyou don't currently have interactive access, please
contact WEQAS for a registration form on 029820 314750,

Auser guide "How to interpret vour report” is available to
download as a POF file from the resources area of our website
at httphwaew wegas.comiresourcelibrary

e Please note

version 5.0

Section Architect ci 16200 | Architect T2 | Architect T3 | Main Theatres | SCBU (12)
Cverall 0.82 1.15 0.77 0.57 0.16
Total Bilirubin 0.04 1.15 077 0.57 0.1a
Caonjugated Bilirukin 070 A MIA A MIA
Csnll Meaning Flease note: Method and Instrument Zummary reports are
ocle

R R
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Standard Report / Simplified Report - Summary

This report is useful for quickly
identifying analytes for which
there may be a problem. This is
a good first view report, since it
allows you to identify problem
analytes as soon as data
analysis / validation is
complete, prior to hard copy
reports / PDF reports being
dispatched by WEQAS.

Lak; AE . Scheme: Bilirubin. Distribution Code: B260,
Distribution Date; 3/0815. Final. Report Issued: 24/08/M15

This Distribution 3 All 501 Ranges
Median All Laboratory: | 0.43 —_—
a7 .5th centile: 1.91 1

D — 1-2

Acceptable

B264 B255 B256 B257 B258 B2SD BIS0

Distribution
Median —— Lab SDI —— 97.5th
Section SDI scores for this distribution
Section Architect ci 16200 | Architect T2 | Architect T3 | Main Theatres | SCBU (12)
Overall 0.82 1.15 0.77 0.57 0.16
Tatal Bilirukin 0.84 1.15 077 0.57 0.18
Canjugated Bilirubin 0.70 [diA [diA [iA [iA
SO Meanin Flease note: Methaod and Instrument Summary reports are
Cod g
oce _ available to download via the "Lab Stats’ or ‘Section Stats
MNiA r_'J':'t enrolled for this analyte menu. Ifyou dont currently have interactive access, please
o Analyte enrolled but no results contact WEQAS for a registration form on 02920 314750,
) returned
NIS__|This analﬁg not scared & user guide “How to interpret your report” is available to
NEJ*H Mon-numerical results _ download as a POF file from the resources area of our website
SOl score greaterthan 2 at hitp:/herww wegas.comiresourcelibrary
B Please notek***k***
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The SDI plot on the summary reports
represent your lab’s average overall
SDI score for the current distribution
represented by a white ‘0’ and the
previous 6 distributions, represented
by black ‘0’s

B183. Sent out on: 270309,

Coloured bands on the SDI plot
represent levels of performance. ;

*Red indicates poor ;
*Yellow indicates acceptable
*White indicates Good

NB: As this is an average of the
individual analyte scores, poor
performance in an individual analyte
may be masked by good performance
In other analytes

WI-QL1-LabUsrGid0517 Date of Revision 11/05/2017

All 5DI Ranges

=

Good

1-2

T T | T T | T
B17T B17¥S B179 B130 B181 B182 B133
Distribution

- - -Median —a=Lah DI ——87 5th

authorised by Sam Jones version 5.0
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The SDI score table shows the

Section 5Dl scores for this distribution

individual analyte scores fOI’ a” Section Fusion 1 | Fusion 2 | NHEOMATAL (f)
sections registered_ Overall 1.36 0.97 0.63
. . Total Biliruhin 1.50 063
This table is also colour coded ! — —
izonjugated Bilirubin 0.81 0.45 IR,
*Red indicates poor
*Yellow indicates acceptable SDI Code Meaning
A Mot enrolled for this analyte
\White indicates Good ? Analyte enrolled but no results returned
MIS This analyte not scored
* S0 score greater than 2
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This summary report will be
generated more quickly than the full
standard or simplified report.

To access more detailed

information on a particular analyte,
click on the SDI scores shown in

blue underline text.

You will be taken to the analyte

Section 5DI scores for this distribution

—

report page for that analyte/section

combination

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

Section Fusion 1 | Fusion 2 | HEONATAL (7)
Owverall 1.36 0.97 0.63
Taotal Bilirubin ﬁ 1.50 0.6
Conjugated Bilirubin 0.51 .45 MIA,
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Lab Code: ARE - Section: 1200 - Instrument: Advia Chemistry
Scheme: Bilirubin. Distribution Code: BITS.

II.li.strih!.ltinn Date: 6/03/17. Final. Report |ssued: 31/03/17 Total Error
Total Bilirubin (pmol/L) 1 2 3 4 |Analyte 501
Reported Result 4T.2| 2389 ETH| 2013 500 ks i essunement of your total oy snd will inchute both inacourasy and imanecision
Method Cormrected Result 47.20| 238.50| &7.10| 201.30
Vanzdate Cocdstion Mean 5035 24838 &567| 20738

This Distribution B273 If

5D 254 ] I 445 “fiour awerage analfe 500 fr e 4 saTkes ls-JE\‘Zﬂ
Numbsr 20 20 20 20 -
Uncert. | 0.710] 1.527| 1.035 1.245 Previous 501

Advia Chemistry kean 50.36| 248.38| 85.67| 207.39
5D 2.54 g3 27 445 Distribution B2T3
MNumiber 20 20 20 20

T e R R e
Owerall Mean E1.55| 242.84| 2011 202352 3 -

in|t

55 554| i888| Biz] i8ed N
Number| 38|  328| 3s5|  &ee B sy o
Uncert. | 0382 1.308] 0.220] 1082 QP v e e e g, e

Referance Values

- = Drmrites
uantitative o sy Rt
Non-scoring Reference Values [T — &7.5h

Welss 50 403 | 1325 | 589 | 137
501 .78 072 044 .53 0.62
A n alyte re p O rt Flezs= note: Linesr regression uses CF comected data.
This Distribution B275 Previous Distributions
pag‘ E 10 582 1173 1755 2337 2918 3500 10 582 1173 1755 2337 2918 3500
# 00, - 00,
¥=100%-388 4
400} rig 400
0} Six=056 w0/
200! . 200} Lo
- 1004 § T & %"f;}?ﬁii‘-"és 1004 P ’ . :
00— : l:.J e - R L :
I Py o m=d WeRes 50
100/ Lot a2 520 1004
200 o O DS resuls 200
o4 W0
rom Standar - :
= a0l - 00l

Report — -

This Distribution BZ78 | previpus Distributions |B275 |B27T|8276 8275|8274 |B272 15 score Interpretation
0 to 10 Good
P e e ..L

Sy.x = 0.95 pmellL Syx 44| 258) 052 0z 11 to 150 Acceptable to Warning level
15=10 15 ] 3 o 4 o 2 * 150  |Unacceptsble (including Curvilinesr Dats)
S50 % T SmTage EETOn O e DEST 07 e AN % 87 Bex Of Soaer
Accuracy

This Distribution B278 Previous Distributions |B278 | B277 |B276 | B275|B274| BZT2

i 482 | 7.31 | 513 543
Systematic proportional eror {calibration) 0.28% Froportional (3} =
Systematic sonstant erer (blank) - 2.58 pmell | Constant (pmeliL) -2.80|-0.75]- 2.75( 0.00] 0.00|-7.73

Silas IncCludes componen’s of proporsional and Consiant emors. A proporsional bis suggesss an emor of callioration whills! & consiant blas Sugges= &
il emor. Mbied emors will InChude SIgNIicant components of bom
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Quantitative
Analyte Report

page

From simplified
report

WI-QL1-LabUsrGid0517

Lab Coge: ABM - Section: GHB - Instrument: Quotest

Page 3 of

4

Scheme: Glycated Haemoglodin. Distribution Code: H182.
Distribution Dats: 1406/11. Finalisad. Report lssued: &07/11
HbA1c (%GHb) Sampls 1| Sample 2 | Sampls 3
Reponed Resut SHEE o s
Overall Mean 6.17 958 7.50 [TE——
Method Mean: DCCT comected sso| eso| 7a0 SN SN B M
Instrumant Mean: Quotest 6.50 10.10 8.00
Your resusts are compared against 599 950 7.40
Running scores Cumutative Blas Plot
_—"- — . — 40 55 a7 80 93 107 120
2 ~ 3 + 1A
on
0Aa
004
0al
08
val
Previous: |
Cumutative Submittsd results
H176[H177[H178 Key
Sample 1| 7.0 36 7 | Analyte enrolied but no resuts retumed
Sampie 2| 3.1 10.0 NiA Not enroiled for this anayte
sampie3| 3.4|NA | 5.1
A Performance Alert

Consistent significant bias In one drection

Al least 2 samples In cumentiprior distrioution with poor score - [SDI| > 2

Your results show 3 consistant bias over an extanded period. Piease discuss your results with your EQA Officar

Date of Revision 11/05/2017
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From standard report

Lab Code: AAE - Section: 1200 - Instrument: Advia Chemistry

Scheme: Lipid. Distribution Code: L3486,
Distribution Date: 26/09/16. Final. Report Issued; 17)

Cholesterol (mmolil) 1 2 3
Feported Result 5.64 462 379
Method Cormactad Dot 5.640 4 620 2.790
Cholesterol oxidase Mean 5.637 4 563 3751

a0 0137 0.102 0.088
Mumber 1849 188 187
ncert. 00125 00093 00080
Ldvia Chemistry Mean 5.531 4 504 2701
a0 0187 0121 0.085
Mumber 25 25 25
ncert. 00467 00302 00213
Owerall Mean 5.635 4 563 2750
a0 0.143 0.102 0.088
Mumber 185 194 193
ncert. 00128 00091 00078
Reference Values
ChC 5.503 4.490 23.674
Fef. Value Uncertainty 0.0100 | 0.0200 [ 0.0100
Mon-scoring Reference Values £ 5T 4400 a BEN

You can drill down further by clicking on:

1. The link for your method (to access data
for all participants using the same method

as you, regardless of instrument

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

From simplified report

Scheme: Ammonia. Distribution Code: AM104.
Distribution Date: 20/06/11. Re-issued. Report Issued: 14/C

Ammonia (umol/l) Sample 1 | Sample
Reported Result 1349 478.
Overrall Mean 136.17 507.3
1 Metrlod Mean: GLDH 135.12 505.3
2 Instrument Mear]: Advia 1200/1650/1800/2400 125.71 471.7
Your results are compared against 135.12 505.3

2. the link for your instrument (to
access data for people using the
same method and instrument as

you)
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Weqas

\

Reported Results for all sections with Instrument Means and SDs

Distribution: L346
Distribution Date: 26 Sep, 2016

Analyte
Method

. Cholesterol (mmaolil)
. Cholesterol oxidase

Instrument: Advia Chemistry

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

Distribution Code : L346 Sent on: 26/09M16 |

Cholesterol (mmolil) | 1 2 3 4
AAE | =64 482 378 <09
BY | 530 430 350 3.80]
BY | 540 450 370] 3.80]
DB | ss0| 4s0] 370] 3.90]
DB | se0] 450 370] <00
DR | 543 448 387] 3.9¢]
EQ | =30 440 380] 3.0
EQ | seo| 480 370 210
FH | s70] 470 380] <20
FH | ss0] 450 370] <00
FH | ss0] 450 370y
GL | ss0| 450 370] 3.0]
GL | 530 430 380 <00
GL | 540 440 380 3.0
E | ss0| 4s0] 370 <00
E | s70] 480 330 410]
1B | se0| 4s0] 370 <00
JB | 550 440 370) <00
KH | 50| 440 370 <00
KH | se0| 460 330 410
Kl | s70] 4s0] 320 210
] | =0 4s0] 380 410
N | 530 440] 380] 3.90]
hw | =30 440 380] 3.0
s | seo| «70] 320 220
|

Overall | Mean| 5.635| 4.583 3.750] 4.053|

Data for all Advia
Chemistry users
using method
“Cholesterol
Oxidase” for
distribution L346

authorised by Sam Jones

Right click on the
excel symbol and
choose “save target
as’ to save this data
to an excel file.

You will than be able
to manipulate the
data, e.g. sort it, to
iInvestigate trends /
patterns
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Qualitative Analyte
report page

From standard
reports

WI-QL1-LabUsrGid0517

WeqQas

Qualitative Report
Distribution AT6

Qualitative TUP Results

Distribution A76

b

Lab Code Section Method Instrument Sample Number Sample Score | Average Score
1 2 3 1 2 {Average)
us Spectrophotometer 1 | Direct spectrophotometric method | Miscellaneous | Strong Positive | Megative | Positive | 0 0 0.00
Interpretation Strong Positive |Negatwe ‘Positwe ‘
From Quant TUP/Creat Ratio Results
Mean 2326 3.0 61.4
5D 26.84 1.89 10.86
CV % 12% 63% 18%
Sample 1 Sample 2
100% 100°% *
a0 a0%
B0% B0%
40% 40 %
0% ik
0% T T T 0% T T T
Negative  Equivocal  ieak Fositive  Strong Negative  Equivocal  eak Posiive  Strong
Sample 3 Legend
O birest spectraphotometric mathad
0% * m
W comest Level (ally
*
a0% “four result
[ .
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Qualitative TUP Results

Lab Code Section Method Instrument Sample Number
You can drl” dOWﬂ further UG Sp&druphutum&te:1 Direct spectrophotometric method | Niscelaneous 5trung1P'us'rti'.f& N&g:tiv& F‘u:;ti'.f&
by clicking on the Method . ’
link to review all the / Interpretation Strong Positive |Hegati1.re |Positi1.re
responses by labs using — From Quant TUPICreat Ratio Results
the same method as you 7] Mesn 2326 30| 614
5D 26.84 1.89 10.86
C\V % 12% G3% 18%
Sample 1 Sample 2
100% * 100°% *
a0 0% 1
0 w0
» mutl
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Qualitative
Method Group
Report

WI-QL1-LabUsrGid0517

Qualitative Report

Distribution A76

Qualitative TUP Results

Method="Direct spectrophotometric method" Show all methods

Lab Code Section Instrument Sample Number Sample Score | Average Score
1 2 3 1 2 3 [Average)

Al Porphyrin (5} Mizcellaneous

BO Parphyrin (8} Miscellaneous | Strong Positive | Megative |Weak Positive| 0 0 0 0.00
BQ Porphyrin (10} Mizcellaneous Positive Negative Positive 0 0 0 0.00
BR Parphyrin (4} Mizcellaneous

cc Porphyrin (5} Mizcellaneous

DE QEHB Mizcellaneous Positive Negative Positive 0 0 0 0.00
EC Porphyrin (S} Miscellaneous Positive Negative Positive 0 0 0 0.00
EG Parphyrin (7} Mizcellaneous Positive Negative Positive 0 0 0 0.00
EY Porphyrin (7} Miscellaneous

FF Parphyrin (5} Mizcellaneous

JK MANUAL LAB Hiscellanecus Positive Negative Positive 0 0 0 0.00
JK Porphyrin Mizcellanecus | Strong Positive Negative |Weak Positive| 0 0 0 0.00
Jo Porphyrin (2} Miscellanecus | Strong Positive Negative Positive 0 0 0 0.00
KK Manual Mizcellanecus | Strong Positive Negative |Weak Pogitive| 0 0 0 0.00
uG Spectrophotometer 1| Migcellaneous | Strong Positive | Megative Positive 0 0 0 0.00
uG Spectrophotometer 2| Mizcellanecus | Strong Positive Negative Positive 0 0 0 0.00

Interpretation Strong Positive |Negatil.re | Positive
From Quant TUP/Creat Ratio Results
Mean 2326 3.0 61.4
sD 26.54 1.89 10.86
CV % 12% 63% 18%
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Standard Report / Simplified Report — Full report

These reports combine the summary report and a detailed report for each analyte
reported for all sections under your lab code. The style of the analyte report
pages obtained will depend on whether the standard or simplified version is
selected

Please note, the code for individual reports is not held on the server. It has to be
generated from the stored data when a request is made. This means that there
will be a delay before the report is displayed. We therefore recommend the use of
the “request PDF” option for all reports comprising more than 10 analyte report
pages.

These reports can be viewed in the web browser using the “View on screen”
option, but this version is not optimised for printing. If you wish to print a hard
copy report to retain for your records, WEQAS recommends using the “Request
PDF” version and printing from your PDF viewer. The PDF version will retain
page layout and colour, which can not be guaranteed when printing HTML version
from a browser.
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Full report — View on screen

You will be given the choice of having the report formatted for Double sided printing,
which adds extra blank spacer pages to keep sections on separate sheets of paper,
or for single side printing, which omits these spacer pages.

Immediate Report Generation =
Your report will be generated immediately. Please select one of the printing options below and click on "Generate Report'.

There may be a short delay before your report is displayed depending on the size ofthe report.

The Tollowing options will he used for the generation of this report

" Doukle Sided Printing - Ensures that when using a double sided printer, that section reports are kept seperate - i.e. the last page of one section repors
doesn't end up on the same sheet 3z the first page of anothers,

o Single Sheet Printing - Prints all sheets with no forced page breaks or blank pages

Generate Report
-

1 @ hYyedas 2001

Click on the “Generate Report” button to access the report.
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Full report — Request PDF

Clicking on “Request PDF” will take you to a screen to confirm your email
and formatting requirements

PDF Report Request

The PDF repor will be emailed to wenidyifwedqas.com.
Click on Continue to proceed swith POF report generation. Click Cancel to go hack.

Ifthe email address above is incorrect, please contact We@as and we'll update our records.

rh Double Sided Printing - Ensures that when using a double sided printer, that section reports are kept separate - i.e. the last page of one section's report doesn't
and up on the same sheeat as the first page of anothers.

IC Single Sheet Printing - Prints all sheets with ne forced page breaks or blank pages

Canl::ell Continue |

Click on Continue to submit the report request to the server
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The email address quoted here is the email address registered for the
username which you used to log in to the system.

For security & confidentiality reasons, it is not possible to change the
email address to which the report is sent at this stage.

It is therefore important to keep WEQAS informed of any changes of
email addresses. Again, for security reasons, changes of email address
should be reported to WEQAS on a signed web amendment form.
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You will receive a confirmation that the report request has been received
which includes the email address that the report will be sent to on

completion.

PDF Report Request

Report Scheduler
Your request has been queued. Once your reports have been generated they will be emailed to wendy@wegas.com

Your PDF Report request has been received and will be processed shortly. The report will be emailed to wendy@wegas.com when ready.
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Raw Data

This displays the results returned for this distribution, which can
be downloaded either in excel (using the icon in the top right
corner) or CSV format (following the link)

Raw Data Report

izlick here to download this page in ©3Y format

Section Analyte 1 2 3 4
1200

Total Bilirukin 86.50000 1370000 | 129.90000 | 235.00000
Conjugated Bilirubin | 4420000 | 3.90000 | 52.60000 | 9410000
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Instrument report

This allows you to access summary data (means, sds, uncertainty and number
of results) for all instruments registered for the distribution, broken down by
method

Instrument reports are available for all schemes in which you are registered

You can choose to
view data for all
analytes together, or
one analyte at a time

Distribution: BAT
Analyte: All "

Manufacturer: | (Any Manufacturer) W

Instrument: (Flease choose manufaciurer) »

b Next
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You can view data

i | AnalyteBasedReport
for all available Analyte Based Report

Distribution:  B173
manufacturers Analyte: Al 3

O R / Manufacturer: | (Any Manufacturer) W

Instrument: (Please choose manufacturer) »
You can focus on a

. b Next
single manufacturer
Then
See data for all their
instruments Distribution: BA73

Analyvte: All W
OR Manufacturer: | Kaoche W
Home in on a single Instrument. v
Instrument » Next
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The report for the selected
combination will be
displayed on screen, and
you can then export it to
excel by clicking on the icon
In the top right hand corner
of the screen

WI-QL1-LabUsrGid0517

Date of Revision 11/05/2017

WeQas

Analyte Based Report

Distribution: B197
Distribution Date: 4 May, 2010
Manufacturer: Roche
Instrument: Integra
Method:

Analyte:

Total Bilirubin (umol/l)

All relevant methods
Total Bilirubin (umol/l)

Method Instrument 1 2 3 4
Overall Mean 137.38 | 216.95 | 39.82 | 296.62
Overall SD 9.04| 1245 369 | 1673
Est. Uncertainty of Consensus | 0.491 | 0.681[0.203| 0912
Overall Number 339 334 328 336
Reference Value
Reference Value NS
Diazo Methed Mean 139.52 | 220.62 | 41.12 | 301.59
Method SD 10.76 | 1590 | 4.48| 2167
Est. Uncertainty of Consensus [ 1.147 | 1.715| 0.481 | 2.351
Number 88 86 87 85
Integra Instrument Mean 131.40 | 209.60 | 39.40 | 283.80
Instrument SD 1.85 7.50| 049 10.15
Number 5 5 5 5
Abbott / Roche Revised CAL 2008 Method Mean 132.48 | 209.14 | 37.94 | 285.56
Methnd SN 559 7111 221 9135
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